	Position
	SNP
	Ref/Alt
	Location
	MAF
	P value

	
	
	
	
	400 cases
	GenomAD-EAS
	

	chr5:1256934
	rs530725351
	T/C
	TERT-intronic
	0.014
	0.004
	5.38×10-3

	chr5:1268624
	rs180675821
	G/A
	TERT-intronic
	0.023
	0.012
	7.22×10-3

	chr5:1279439
	rs33963617
	G/A
	TERT-synonymous
	0.044
	0.080
	2.05×10-4

	chr5:1320880
	rs74368690
	G/A
	CLPTM1L-intronic
	0.015
	0.008
	3.14×10-2

	chr5:1343620
	rs552616298
	A/T
	CLPTM1L-intronic
	0.016
	0.005
	4.72×10-3

	chr5:1346773
	rs77518573
	C/A
	intergenic-region
	0.038
	0.094
	8.00×10-7

	chr5:1349130
	rs71575565
	G/C
	intergenic-region
	0.018
	0.051
	4.22×10-5
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